Matthew Solomonson

Contact
ggmatt@gmail.com
github.com/mattsolo

Laboratory skills
Protein purification
X-ray crystallography
Molecular cloning
Microbiology

Electron microscopy

Computer skills
JavaScript

Web applications
React/Redux
HTML/JSX/CSS
NoSQL

Unix

Docker/AWS
IPython ecosystem

Interests
Informatics

Data visualization
Genomics
Structural biology

Education

2010-2015  Doctor of Philosophy in Biochemistry University of British Columbia, Vancouver, Canada
2004-2008 Bachelor of Science, Biochemistry

University of Alberta, Edmonton, Canada

Research experience

2010-2015  Doctor of Philosophy in Biochemistry University of British Columbia, Vancouver, Canada
Structure of the type VIl secretion system of Mycobacteria
Supervisor: Dr. Natalie Strynadka

2009-2010 Laboratory Technologist University of Alberta, Edmonton, Canada
Biophysical characterization of bacterial respiratory membrane complexes
Supervisor: Dr. Joel Weiner

2008-2009  Undergraduate Research Thesis University of Alberta, Edmonton, Canada
Searched for novel respiratory enzymes in E. coli
Supervisor: Dr. Joel Weiner

Major awards

2014 Richard A. Robertson Memorial Scholarship

2010-2014  Four Year PhD Fellowship

2009 Queen Elizabeth Il Scholarship

2009 NSERC Undergraduate Research Award

Presentations

2015 Hybrid Structural Methods Keystone, Poster Lake Tahoe, California
2014 Earl Davie Symposium, Selected Abstract Talk Vancouver, British Columbia
2013 Tuberculosis Keystone Meeting, Poster Whistler, British Columbia
2012 Future Methods in X-ray Crystallography, Poster Erice, Sicily
2011 Tuberculosis Keystone Meeting, Poster Vancouver, British Columbia

Leadership

2013-2015 Biochemistry Graduate Student Association VP
Lead organizer for monthly departmental poster social

2014 Biochemistry Department Computation Workshop
Python programming instructor
2012 CIHR Synapse Mentor

Directed a volunteer high school student in laboratory research

"Structure 2 Function" Journal Club
Founder and organizer

2010-2012
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Programming demonstrations

exalt: a web application for exploring the Exome Aggregation Consortium (ExAC) dataset, an
analysis of exome sequences from over 60,000 humans. Written in JavasScript using the
React/Redux libraries. https://github.com/mattsolo1/exalt

hmmerclust: a Python package for detecting gene clusters across thousands of bacterial
genomes for comparative systems analysis. https://github.com/mattsolo1/hmmerclust

coot control: an iPad controller for building and refining proteins structures. Written in Objective-
C and communicates to a Python server running on the computer.
Demo: https://www.youtube.com/watch?v=Tc3N4X-74jg
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