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Laboratory skills
Protein purification

X-ray crystallography
Molecular cloning

Microbiology
Electron microscopy

Computer skills
JavaScript

Web applications
React/Redux

HTML/JSX/CSS
NoSQL

Unix
Docker/AWS

IPython ecosystem
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Informatics

Data visualization
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Structural biology
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Programming demonstrations
exalt: a web application for exploring the Exome Aggregation Consortium (ExAC) dataset, an
analysis of exome sequences from over 60,000 humans. Written in JavasScript using the
React/Redux libraries. https://github.com/mattsolo1/exalt
hmmerclust: a Python package for detecting gene clusters across thousands of bacterial
genomes for comparative systems analysis. https://github.com/mattsolo1/hmmerclust
coot control: an iPad controller for building and refining proteins structures. Written in Objective-
C and communicates to a Python server running on the computer.
Demo: https://www.youtube.com/watch?v=Tc3N4X-74jg
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